representation; rmsd values were calculated for the core Cα backbones of all molecules in the asymmetric unit 2 . The main differences between the two domains are found in the loops between β1 16 and β2, and α1 and β3 (arrows). X-ray diffraction data for the Dvl2 DIX crystal were processed with Mosflm 3 and scaled with Scala 4 ( Table 1) , and the structure was solved by molecular replacement with Phaser 5 based on 3PZ8 1 , and refined at 2.7 Å with Refmac 6 . The models were updated with Ligation. Protected DIX (~10 mg) and UbSR (8 mg) were dissolved separately in anhydrous DMSO (total 400 µl), sonicated and mixed together after re-dissolving. 15 µl of DIEA (100 eq/DIX), 3.6 µl of fresh H-Osu solution (390 mg ml -1 , 10 eq/UbSR) and 9.4 µl of AgNO 3 solution (57 mg ml -1 , 5 eq/UbSR) were added, and incubated at 25 °C in the dark for >16 h. After completion, the protein was recovered as described above for protection and deprotection. The pellet was slightly yellow. 
